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Mg (7) Mo, (1) anatysis
Total | er(ar) 139 (58.9)
Sex Male 57 (58.8) 78 (56.1)
X2 -test (n.s.)
Female 40 (41.2) 61 (43.9)
_ Mean age (years) | 61.2+12.9 §9.9411 .1 t-test (n.s.)
Curability Curable 80 (82.5) 99 (71.2)

X2-test (P0.05)

Noncurable 17 (17.5) 40 (28.8)
Tumor size (cm) | 6.12+2.94 5.78+2.08 t-test (n,s.)
Invasiodn m | 3103 100.7) T
sm 61 6.2) 41029
m 103 61 4
e ) By test (pe0.007)
ss(al) 45 (46.4) 61 (43.9)
s (a2) 18 (18.6) 42 130.2)
si{ai) 14 (14.4) 25 (18.0)
no 61 (62.9) 60 143.2) U-test (P=0.003)
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n2 14 (14.4) 28 (20.1) 70 vs n -— P<0.05
n3 6( 6.2) ni7.9) 10 vs nd --- P0.05
S
nd | _ s(amn | \EOEESE s
P PO 93 (95.9) 130 (93.5) |
P1 2(21) 4 2.9)
U-test (n.s.)
P2 1110 2014
P3 1(1.0) 3(22) |
H HO 93 195.9) 116 (83.4) | U-test (P=0.003)
Hl 2¢2.1) 81 5.8)
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HZ 111.0) 4 2.9) HO vs H3 --- P(0.05
W | iem 1 7.9)
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‘ * P<0.05
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