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Fig. 1 Measuring method of DNA content of cancer cell in primary cancer

and its biopsy specimen.

- Specimen

Fixing in 10 9 formalin

Praffin embedded tissue
Deceration of thick (30 »)
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Sampling of the lesion
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Homogenate
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Smear preparation
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Nuclear DNA staininbg with Feulgen
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Post-irradiation (543 nm)
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Fig. 2 Cytology of intraperitoneal free cancer cell (IPFCC) and measuring
method of DNA content of IPFCC

Smear preparation by centrifugation of
intraperitoneal irrigating saline

Papanicolaou staining
Cytology
l

Recognition of cancer cell location by Object Finder (Carl Zeiss)
and taking a photograph (x 1000 under oil immersion)------ #1)

Removering the cover glass in 100 9% xylene for 48 hours
Destaining of Papanicolaou in 3 % HCl « C:HsOH
Nuclear DNA staining with Feulgen -+ post-irradiation (543 nm)

Rerecognition of cancer cell location by Object Finder (Carl Zeiss)

and photograph (#1).

Taking a photograph again (x 1000 under oil immersion)
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DNA cytofluorometry with Leite PC-435

Fig. 3 Classification of DNA histogram pattern

Type | : 1)The peak is between 2C and 3C,
over 3C are less than 50%

30¢

2 4 6C &C

Type I1: 1)The peak is between ZC and 3C, 540
over 3C are more than 50%
2) The peak is between 3C and 4C

30F
Type [11:1)The peak is between 4C and 6C,
over 4C are less than 60%

30F

Type [V: 1)The peak is between 4C and 6C
over 4C are more than §0%

[Notes] Type | + Type Il : lov ploidy group
Type 11[1 + Type IV : high ploidy group
Vertical axis : cell number
Horizontal axis : content
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S LIEHI S » F R 2 7 —EADOBEMEEE RS
WS, 0%, S,12.5%, S,50%, S;83.3%LME
LHREBEERCEBERSER (p<0.05) &
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S (+) RGO R R O PERAD & 8 e i B AR ks
HERCOVWCRRRE L v BEEBE R 3 coh
BRI E L A EASR A bR, S(+) EFDER
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Table 1 Intraperitoneal free cancer cells and findings of primary carcinoma

Findings
G 1
Type of ranular
cal Mossy
ero
,S ion Nodular
invas
nvasio Colloid
Size of 0—10 '
serosal 10—20
invasion 20—30
(cm?) 30—
IIc-like-advanced
, Borrmann-1
Borrmarnn’s

Borrmann-2

classification
Borrmann-3

Borrmann-4

Diameter — 3

of mucaosal 3— 6

surface (cm) 6—

Differentiation tub 1,2

degree por
Total

* ip<0.05

No. of cases Positive cases

(%)
44 26 59.1
9 4 4.4
10 5 50.0
27 4 | 14.8
28 5 | 17.9 -
15 5 33.31
17 8 7.1
30 21 70.0
13 2 15.0
4 1 25.0
27 10 37.0
25 12 48.0
21 16 76.2
9 1 11.1
24 7 29_2},
57 31 54.4—
38 | 12 31.6—
52 27 51.9—
90 39%

** : Another 3 positive cases with only exploratory laparatomy were excluded.



199246 3 B

Table 2 Positive rates of cancer cells in the peri-
toneal irrgating cytology and serosal touch smear
specimen by serosal invasion

Degree of

Peritoneal irrigating
serosal invasion | ._"-.-1--:1-:\.g‘.-l & Serosal touch smear
So 0.0 C0/ 20 0.0 C0/ 3
S1 0.0 C0/ 1D 125 (1/8)
S2 36.7 (18/ 49) —+* 50.0 (17/34) —»
S 70.0 (21/ 30)— 83.3 (15/18)
| 333 G/LO | 52.4 (3363
SR U | i A
*:p<0.05

0.05) BRI Eh - (Table 1), S (+) EFRD
£ Vv AFERE (n) RT3 REAEEEERENE
itn (+) Tidn (—) REXTHEE (p<0.05) &
BERLEb o, S(HEfATCOEBBEREA LT
REPBAI AR R & DBARE 2D &, T, Vv E
RE (y) 3 X UIRERE (v) TRBHERZ R
7= (Table 3), MBEEHEEHRA (INF) Tk a type
70%, Btype 29%, vy type 7348% & AR I1BAE X
Y REMEE 2 1 70, FTFHRABERT (PS) 5l
TIPS (+) FEFALPS (=) KH~NTHRCBER
HEh o7z (Table 3).

3) JEMFE DNA BRIEOHEE

FE R B IREA O histogram pattern % 4% % &
3% 40 B B 4 ) T (2 high ploidy B & R L7 b © A
87.5% (28/32), low ploidy B£4312.5% (4/32) ¢ &
# (p<0.05) & high ploidy B2 % h - 723, HEE
HR& 41Tk high ploidy 2 & low ploidy T3
Tetrofo, JEREEAR QRS HE A & Bt 4 o B €T high
ploidy B ic B (p<0.05) kBB MR A E 5> - 7z (Table

19(767)

Table 3 IPFCC* positive rate by pathohistological
findings of S (+)** cases

No. of positive
cases | cases %>
ng | 17 3 17.6‘—'
Lymohnodal n 22 5 22.7 o
ympanodat o, 2 13 50.0
metastasis
n3 15 7 46.7
ng 7 | 6 85.7
o | 5 2 40.0
Lymphatic Iy 11 0 0.0
permiation ly, 34 15 44.1
lys 32 15 46.9
Vo 13 4 307
Venous Vi 28 8 28.1
invasion V2 22 13 59.1
V3 19 7 36.8
a 3 | o0 |00
| '—‘
INF B 31 | 9 29.0 P
b4 48 23 47.9——
PS (-) 12 2 16.7 —
PS (+) 70 30 |42.9—

* : IPFCC ; Intraperitoneal free cancer cell
** :S(+); Serosal invasion positive
*** p<0.05

4,
FERHEMREN R £ 7 —BA R L U REREERIE
KD EHIA 27 —EBERD 7 » A VY7 v EBLRER
B L @kasz DNA histogram pattern O T IEEE
BB G426, D 5 bEAEEOREEAR
FHIRENRRE R S D326, KIEMEIERIKESR 7 Flic
DSWTEHR LT, ThALDRA AT -0 =2 nf

Table 4 DNA histogram pattern of primary cancer and touch smear specimen in IPFCC*

negetive and positive cases

DNA histogram

IPFCC positive cases

IPFCC negative cases

pattern Primary cancer (%) I Smear (%) Primary cancer (%)
o I type ‘ 1¢ 3.1 0C 0.0 6 (12.0)
ploidy I type | 3¢ 9.4)] : 3C 9.0 18 ( 36.0)
+ S — |
High 1II type 7¢ 21.9)]_‘\“ 6 ( 18.8)] v 8 (16.00—,
ploidy 1V type 21 ( 65.6) 23 (71.9 18 ( 36.00—
32 (100.0)*"** 32 (100.0) 50 (100.0)

#Y **Y xx% . p<005 T

*»*+ . Among 42 cases with positive serosal invasion, 10 cases were unresectable and excluded from

this table.
# IPFCC : Intraperitoneal free cancer cell.
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BRBAEFIC 51T 2 BRI EE I X OyEMas DNA & HEst=sE 25% 3%

Fig. 4 (A, B): Single cancer cell by Papanicolaou staining (A) and its Feulgen

restaining (B). (X1,000)

(C, D) : Cancer cells lined like adenomatosis by Papanicolaou staining (C) and

their Feulgen restaining (D). (X1,000)

(E, F): Aggrigated cancer cells by Papanicolacu straining (E) and their

Feulgen restaining (F). (X1,000)

BERDOAZ )V —=v 7 BIC7 24 A5 vERE L 1E
DM DNA ERIETTHER S & 7x » F- Mg o @I R
WEMIRRT63.9%, HEMIBT64. 7% TH -, Atk
BN HIE U MAR O Fl % Fig, 4 1CRT. AX R #
Tt a B ir P DRIE S BRICHE
LicEMaTH Y, BIA—MRD 7 + 1 15 v Bl
BEOBETHS. CRABLEE I B ERES %
RUEMEET, E REE L BMEER b b,
DBEIVFRIZThEFhE 7+4 A5 vERG L D
DTH5, HEIEMBBEGIA 2 7 —EXc kT 558

B

i
G
=

#Mfa%z DNA histogram pattern i high ploidy B %
T b D5 low ploidy Bz tb~, HE (p<0.05) 1
%7 (Table 4).

Mgz cREMi L B ET 5 h kil dy B AT
MRIEAF X DRRD L, THLEE D F OB
DNA histogram pattern iz DNA EDOHBTH 5 /)
VYV RO -7 Hi%ICEE - TETR Y 31540
DEET ED 5 EE1214.8%0 52.6% % TTEH
9.6%TH 7.

WATARE T IOBRE SR AR T L7218l o\
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Table 5 Comparison of DNA histogram pattern in primary cancer with biopsy

specimen and IPFCC*#

Biopsy specimen (IPFCC) |
DNA histogram pattern

Primary cancer DNA histogram pattern

I n . om | W | T
1 2 | | 2
I am | s |1 Cam | s
- I 5 | ao | 5w
v [ ran | san | waen
T 2D | 3 | 7(» | 9en | map

N.B. Parenthsis means tne number of cases of IPFCC.

* . Intraperitoneal Free Cancer Cell

*

: Cases not coincided ; rate of coincidence was 90.5 % (19/21).

** . Cases not coincided ; rate of coincidence was 77.4 % (24/31).

T DNA histogram pattern ¥ I L, FAYKREKR
DF i & B L7, @& T DNA histogram pattern
BREL2ATERLICL DL, Table 502 &< 2
BT, TO—FHEI0.5% (19/21) TH -7t FlokE
BRSSO BB R 2 7 —BR L L DR
HpiEAD DNA histogram pattern DXL i3 E
B A YIRS U 2 7 B R M AR BI31 5 &
x4 & Ui, @R ¢ DNA histogram pattern 73 -
Tex A 7HRULIcb DR THIT, 77.4% (24/31) DI
FIcRCE %R L7 (Table 5),

4) ERENEEREERBE A OFRRE O

BLRER T £ DR FEE OEMAgE DNA histogram
pattern 5liz 5}, AR R B X CRBEAGTER» 5
HEBE L,

e P Sl e R A B B 1 ) D MR 5 O VSRR T v DR IR
Db DR X CHLETESLE D $ 012 high ploidy
PWAEHE (p<0.05) I%Hh -7 (Table 6),

ARPEEEEEEES (S0l L) odEBEHiaE
MR IR S8 O MMIE% DNA histogram pattern 23
high ploidy % =T d D2 low ploidy X h HE
(p<0.05) =@ -7 (Table 6), ¥7-S, - EHiERE
FEFITIRZFD75% (15/20) 2 low ploidy %R Lz,

EERARBEAO ) v AHEBE (n) X ORRE
Bkt s E8R8aR, FTENRERTHAy, v,
INF, PS) ogatcix, hfin(+H)EMEn(-)
R, Iy (4) Eflitly (=) b, v (+)
FERR v(—)EFCHSN, Ty 247 Xa, 21
T, ¥ PS(4) i PS(—) iw-X high ploidy
BHRERE(P<0.05)1% b - 7= (Table 6). % 1z, Table
6 T L X ST, RENEREMRBESA TG

Table 6 Macroscopical and pathohistological
findings compared with DNA histogram
pattern of primary cancer

Ploidy pattern (%)

low high

Degree of So—S1 0 (0.0 0C0.0)
serosal invasion S;—S3 3/17 (17.6)-+29/52 (55.7)

rva o granular 2 G.D 22 (56.4)
MY nodular 1(2.6) 4 (10.3) =

serosal

A mossy 0 0.0 5 (12.8)}—‘

colloid 0 (0.0 5 (12.8)
Degree of tub 1,2 3(.D 9 23.D—
differentiation por 1@2.5 26 (66.7)—
Lymhnodal n (=) 2 (6.5) 1C 3.2)j
metastasis n (+) 13.2 27 (87.1)—
Lymhpatic ly (=) 0 €0.0) 2 ( 6.3)—1‘
permiation ly (+) 309.4) |17 (84.H—
Venous - 0 €0.0) 4 (12.5)ﬁ*
invasion v (+) 309.4 25 (78.2)—
a 0 (0.0 0 ( 0.0)]_‘
INF ¥ 1@3.D 8 (25.00- ,
'y 3(6.3) |21 (65.6)—
PS (- 0 (0.0 2 ( 6.3)“\'
PS (+) 3 (9.4 27 (84.3)—

& A £ high ploidy BETH - 7,
P(—)S(HER DR FE Mt DNA histogram
pattern * HEBR T, BEBXEEZERLALL ORI
39.1% (25/64), 5 low ploidy B 2312% (3/25),
high ploidy ##4388% (22/25) & high ploidy ®»3H
B (p<0.0D) THEERE -, BEFBRLEIR
by TEEG260.9% (39/64) T, 5 b low ploidy #¥
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Fig. 5 Survival rate of P (=) S (+) cases of
those primary cancer and IPFCC classified by
their DNA ploidy pattern.

(P (=) S(+): Negative peritoneal dissemina-
tion and positive serosal invasion] *: p<0.05.
—solid line : cases in primary cancer. ---broken
line : cases in IPFCC.

100% T — = im—a—

Survival rate

o
L

|
.
Hxl
|

o

]

o0

high ploidy group

6 12 18 24 30 36

Months after operation

7353.8% (21/39), high ploidy B4346.2% (18/39)
EER D ST,

5 BELERX

P (=) S (+) DIEREAEEEAMBE A OB R E
DFEMAEE: DNA histogram pattern 50 BRS 4R
36 AEFETLD L, low ploidy BEC66.7%, high
ploidy #50.5% & high ploidy Bai R B A& % 7=
LB TORBRER IS - o, Tl lEEmEE
FERRBE A 2 7 —hoEMIEE DNA histogram
pattern Bl ©36 A & & £ & X T & low ploidy & »}
100%, high ploidy B£4348.5% & high ploidy B34
E (p<0.05) TR TH -7 (Fig. 5).

z =

B RCETEECORRERNRIEEER RS,
18674 Liick ¥ X U8 Klebs 2P R EHEE BE D EK
FIZERERYRVEL, PR EBoEERE Y
Toyosumi?, Schnitzler 52384 U CLIR, B0 Fi
BOBERRY, EREOTTORTBRCLB b0k
Dy HBCEAFMBIECH > WEHFBIC X %
ot ¥FRERROABEEELHOEMA
DEBILDIDOPVAWLHL LR TELI,
BREQEZREENCEL, £SBHOCRETLEE~
DB BB By STtk sy, BEo
BE - REmCR Y, BRI #E, BT 582
RELDTELBDORIYROI L EELZBND, &

BRI 317 2 BIKWESE S L S DNA &

BN & 25% 38

BEORFETIES (+) EfOREEZEEEAL b
52.4% (33/63) &Mz b oERCEManEH 2h
WIRMEERBE BT N T = £ 7 — DB
HRRICHEENEEEARBERTIE bCEET
Hotc, REREE & HEEARBEEROBRIEED
FELHY, ZWHY, MIELYOWME L —KT 5, HIEE
MR s AR RR 22 © o BRI P e B SR M BB 1 3R 1 2.37%
LB LY (31%), K&HF 5 (35~40%), & &7
(38.8%), DML L F—F%T D, FroTCIESE
FEACBAERE P (4) % 32 5 FE6IT1280.8% (21/26)
LERCEENEEREAR Y R, —F, BERNR
BRRCHEREL £, Vv GBI BECRL
FHER L2 EEZLRBHTYH, EEFRYEL
TeBInRARRTH17.2% (11/64) Bobhiz, coHC
LD FRBFC L AREROBMIZL 53, F
WIS T CRBENLEEBEL S 2 BEL+5H
D5BZtuE2XDLE, FHOBREEYHRD S ICE
LTHETRFThERSL G ERFEET240TH
A5, HERBEELEG-L 0, L THBRNEIEESE
BAEZENREZETE5L0, FEREIKEVL O,
BOoUBRE 88, @8N ES LA, HEEEE
I L ORBE I EGICEREA SRR RREE RN
BUEVCOIARROBRIHK I VOFESLY, =@
LY, ZFLYDBMER~HTHLEZATHD, “hbd
NRBEBEOBENTHR L ETTH L9, BEY, K
SABEPEREERE YR LTV L9, L 5HEY
B2t 0eE26R%, LELSEDO Y v i
BELOBRHTRY v A HEBENHEGE, BaER

BEEL, Thil) v AREB ERLEENCE
H3hut, Zoi L bEMmasFIsEkm X h 5 aTaek
bHY, FlmTHOFEEE CLEEA~ZELTh
RO Z EREC D, FHYDOS X 5 Eian
MEABEER S LTURERESHFUNCIET &
HEFOERE :BHEEYEEeREL bW
XS ETH IR,

LIATHSE BOBKEOREL L TEMK
DNAEBORE EH I h, *OFREENBE IR T
W 5200 R L AT B b E LT
BRI, BRABED 2 — v ORENRTDH LR
Tuv519, Bk DNA ZHGHM DNAEL LTE
b L, GUEMMRIZ 24020, G258, M#
MY 4 EHRUCK ST B, EEHIAD stem line
DREAERIT 2 FH (diploid) TH 52, EMO
stem line DR EMLBUL LA (polyploid) & 72 » Tis
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%, FEfilao DNA E0EMELYFH# EEREYRT
EMHEIRTW A, Lich - C, B DNA
BREFEITIREDRE & LT OB E i E M
OEHICBVBRBE L I ote, T TWIHIEDE
WFRENE L B0 B T 5 MR, BEE, GBE
KX WEEEOTFTR EBEBERT IEOEWFENRE
FWHLOTHY, BEEORERIZY - TR DR
OEMER I VEICEEL, BWEREYERTH L
PEELEZLhD, AMACREEOREREIV
RleREsEAoEaz DNA BEXRIEL, BK
FEFWITR L EREF T Lk, BEOKRE
BEOTFE, 5 IHEREOHMBLYBENELL, L
2 LN EEEERIE o DNA B2 IET5 b -
TR 5 D%, DNA BRI ORE2 L3 L
P —ETRIENZ ETHD, TOBEEND1DELT,
B RS, BB R, 7o =% 1 + £

b =2 FRIEEOB VL B2 LA ZWRIED
12EE2bh5,

19364F, Caspersson DS BRBIEEIC X % HIE L
3k, BEONADCENER L in -7y, SHBRESRK
DR, K L OETc X 5 RNEEEDORE
BHoF®®, Tge—HA b2 FY) -2 BHATETIE—
ErsEofiliy @R cEn, EEEEL DD,
MR ROMEY 7B L < DNAEXRIE TS C
EDRI - E VS RERN LR SRR,

—77, B AR R —o— Bl B o,
+o AR B b IBEYET 55, BMS
KA ARG ABEOERYERTRELRE L,
AETHEMREKEALBEC3HE (LT, Mgl
BE LW HEE L MRy —o— oERICRIE R
5 RACEFAEFETH S, 5EDEEREEERRE
HOlA 2 7 —FoEME DNA BYRIZET 5540
Iyt a e B cRELCEMRY 7+ 11445
YERAL THAEEY B TCAIET 3 ER
FHETHHOT, ZOHERXFERALAKETHS, &t
BRERTTRLAZ L, =z R OBMRE
FAEE7 + 4 17 vEBREAIhIEEROBE M
LTREREROBE, B ICDNABIEDOEAY » b
~ANRBZ EHWEL D, EFIOBEAY v bRAA
O HBMBEELHE IR, 7+ 44 vVERAERE
IR 285.7% D 5 & DNA il & 7] §E 7% Ml BT 1263.9% &
tote, ZOX5GE, HohBEREEEL D
AT LB RARAT —DT VAT — 2B &L
THIMILETHY, BROBTEREISAET T

23(771

A < [EHETH B A b AR,

BRI ECHELh A RERE LT, k0
7 x4 A% v, DAPI(4,6-diamidino-2-phenylindole),
P.1. (Propidium lodide) 7c ¥ DREEDH b, Bl
TIHAIEROBEXOMIPEELTPL 218D
BhTWw5bA, 0kt RNA OFERNEKRE
Dt RNase LEALBETH Y, Hi< Y vEEM
TGO EEIC X - T RNase BMEA LI W]
Brbs, AR TR I_THr~Y VEIEELALYH
Wietedd, 7a ANy B R BT,

DNA histogram pattern D458 & LT, =ZF
519, Inokuchi %% DNA BED S % — Vo8
B, 4CLER6C L Eofifan 5b5EE&T3 ~ 48
CAEL T, —F, BEL!Y, Hattori 5'®, it
5192 stem cell line ®» DNA &z X b 2 {4 (di-
ploid), B {&(aneuploid, % 72iX heteroploid)zii,
FhHLOREMZGELTWS, BHRRZF L9045
¥ 12 ¥ U histogram pattern % 1 2:5IVE o 4 Hiz 5
W1, &% low ploidy #, I, IVE!#% high ploidy
FELTHRE LT, $ED ploidy # & R IEREREEME
MBI & FREEBFHIB L OFRLOBHTH, W
Fhdb high ploidy HOEGERE b, FRERN
B<, RSB TH - 7. High ploidy X & EED
HERoSWHTHY, SEEI—RFBORELRIZ
PP oFENEMNT S VWb T3, Crerniak
5223 B OB DNA ploidy pattern (stem cell line)
REETP LD BHIBER > TWTHERDBETHE
DELL 7, BoETCohEBER ORI
A0 EEMRNEIEINT S Z EAKE R
BERD12TH2 EBRRTB, Licdi-T, BEEAN
BREMARIESEEOREENE R0 HEREE 2
bhs,

SE ORI TIXEREE O high ploidy 15C
LA _Eo polyploidy type % [ =M H e MBS 4 5 ©
67% L BMEFNCLE~EE (p<0.05) It% { RDIcD T
HBEH, EOFTIIRKXEDOAE S EIE & LIS
Rl o T—BTRE o, ZOZLRITESPNE
BB WTSC UL HRBFR > EHRETL, RHE L
DETETEHEAZRDI b 00, i DNA &, &
K peak DALE, SHIBAR L TREEMARL >
TEBLDENSL, ETERE L —EOMERII,-
REDBELRAETHY, BEOEWFRIFEOEM
EERRTLDEEZBRI,

JiE+ oA L sMP R 25 &
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WHOREOMOREO X S, RissMEHC S
BIZL hEECER SN AEARER D stem  cell
line #—E xR 1E5VAEBHTHIEE LV LB
nBHY, BEHCEETHREKESEA 4 7 - oM
B 7+ 14107 v BERETEO DNA BREY T 558
&, EHRAHORRIMREEY, FEMcHSEL
Ezbh3,

S BIORRI & R R T
IR R E A Borrmann 4% CESILEIRRE S0 5 o
DTHDH, ZONH, 2%DBA+L 2BET, BEE
se, HBBRBHEEFER y 21 7 THDH, wThito
FEMi etz DNA histogram pattern i+ high ploidy %
RUTe, FFo¥iZ high ploidy B C 38 8 i 4 haks o
FIDEDTERRTH 7. =D Lk Hattori H305%
A% L X EH#ED DNA ploidy pattern (Z{E 3L E o =
F 1 2 BREICH, aneuploid BB BIC S\ L 8L L,
Haraguchi 53V 22 A 2 BB TREBREER L
~, HEHM T DNA E230%DFIEAT 5 L #E
L, 7KK 52 4 ESLEERE Tl BT, poly
ploid cell ® new stem cell line B3 HHB T2 = L b
ORENLBMFORE, FEREYBRERL ZO4LRK
BEAR & o DNA histogram pattern O 5t TOR—FK
FID 2 FHI T h b ETHE TEABREARBIIE L
HRECRB Il hMLBBEOBHEY 2 L, %2
BEaEgR ANF) tixFie g 2 1 7 CBERER T
By 24 TR, BHEROEHMZENELE LI
DNA ploidy pattern @ heterogenity®® DfE7E & 7R
Lic, B BRZORERBUBRER L Z0ERELA L O
DNA histogram pattern ®—¥ X2 Kamegawa 52
1293%, FHE H2990%, HEith5H21382.5%, LHELT
BhH, KPHETDI.5% & 3iF—K Ui, fi5, HEE
PIEREEMBARBM A 5 7 —ER L FOFRRBYRER
DOFEMAERE DNA histogram pattern O xtHCri—3¢
RI2T77.4% (24/3D) ©, A—FKHI 7T AOBRH ORI
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LW [N RSB O ERER ST 5%
IR, #8858 &\~ o 72 viability & OBIEAVRIE S h, Z 0
REDWTREHOBRHABULELBbh D,

LiE, APHECREIEE S X O R Rk
DNA histogram pattern (3% DS FEHEHEA B

BIBIEGIIC 1) 5 lERREF M5 L MMtz DNA &

B#st2E 25% 35

REELTV2 L E2bh, BORBASYNWESE
PHEEBXE, FEYARMAEE L QCHERTIOR
VIR B LBl Liehis T, BITEETE,
METOFR R OEKRELR L Fiv-7c DNA E0HIE 12,
b L % DNA histogram pattern % high ploidy <
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MEBRE T O DI HFLERERIRE Y E ik
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HYEE2BEARANERCERLOBB Y HEF DL L b
AHEL EHEAEE X S AREZ N BHEBICRL X
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BEBELSIV, 8RNI SV RERESREEELT
HAMCE S Al B L BT,
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2 O—8IH51E B RN S, & 6 B DNA BFRL, &
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A Study of the Factors of Peritoneal Dissemination Based on the Analysis of
Clinicopathological Findings and Cancer Cells in Gastric
Cancer with Special Reference to Nuclear DNA of
Intraperitoneal Free Cancer Cells

A Hidehiro Ugaeri
Second Department of Surgery, School of Medicine, Fukuoka University

Gastric cancer recurs mostly as a peritoneal recurrence, but there are few definite guidelines to estimate and
prevent it. In this study, the nuclear DNA content of cancer cells was determined by microspectrofluorometry, and
DNA ploidy patterns were classified concerning the intraperitoneal free cancer cells (IPFCC) as well as the original
lesion of the patients with gastric cancer, and the results were compared with the clinicopathological findings. The
patients were subjected in the study were 110 operated on for gastric cancer with intraperitoneal irrigating
cytology. Among them, 90 cases showed positive serosal invasion. IPFCC were positive in 42 cases (38.2%). High
positive rates were observed in patients with granular serosal invasion of the primary cancer, with the area of
serosal invasion more than 20 cm?, with poorly differentiated histological type. A high ploidy pattern was
demonstrated in 87.5% of the primary lesions and 90.7% of IPFCC, and significantly frequently in comparison with
the negative [PFCC cases. The DNA histogram pattern of the biopsied specimen before surgery coincided with that
of the primary lesion in 90.5% of the patients. Therefore, in the case of advanced gastric cancer, it was suggested
that the probability of IPFCC would be very high in patient with high ploidy in the DNA histogram with positive
serosal invasion. Thus, a feasible guide to active local chemotheraphy and massive peritoneal irrigation on at the
end of the operation is to determine the nuclear DNA ploidy pattern of the cancer.
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