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2) EEH DNA EDORIE

<19924E 7 A 6 B B> JIRIFERSE - il =8
T661 EIRHEBREZE 2 —4—28
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VA Ay a2 TEBL, BEME, @ik
1z A ¥ (trypsin spermine) % il 2 2 E iR C155 HHE
L7z, &z B ¥ (trypsin-inhibitor, RNase) %0z ?
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cytometer(FCAScan, BECTON DICKINSON #:-8)
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Fig. 1 Immunostaining of c-erbB-2 protein was
observed in the membrane of colonic cancer cells.
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Sbhilehote, BERREBENERT B L DNA
ploidy pattern & c-erbB-2EBRE & o8BI T D
ZTELTH T,

D BB

cerbB-2E H % Fl o EH £ 135.8+2.1cm, c¢-
erbB-2ZEREBH A O BB RIL5.9+2. 4cm TRERII
BFEREIZLRE -1 (Table 1),

2) HBA

c-erbB2EHBHRIE S LB E T I1X19/
34 (55.9%), FH{ERRETE4/7 (57.1%), E51Lig
FE1/2, MBETIRL/1THY, BT o
BOMTERRbNIch -7 (Table 2),

3D BEE

REENLEBHERIImO/], sm1/2, pm1/2, ss
(a;) 6/10 (60%), s(a,) 15/23 (65.2%), si(ai) 2/
6 (33.3%) LMAFWCHEB TR A -1, FEE
ss(a ) Bl EOFERIT223/39 (59.0%) & pm LI FofE
BID2/5 (4096) 1L RBERIE L - e (Table
3.

L EBFN Y v HiER

) v BB R MBI O L ERR M RI216/26 (61.5%)
T, Vv HEBBECIOREBMERI/I8 (50%) &
DEARRERZLNT, Vv HER L o
HZbhieh o7 (Table 4),

5 Vv AERE

REBERT Ly, 2/8 (25%), ly, 10/16 (62.5%),
ly, 7/10 (70.0%), lys 6/10 (60%) T&H b, v /-t
FREBHM (y,_.) OREIEHER23/36 (63.9%) 11
Vv A EREEMEA (y,) L hRBEROEMER (p<
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Table 1 Relationship between tumor size and
expression of c-erbB-2 oncoprotein

c-erbB-2 staining n | Tumor size

19 5.8+2.1
| 25 ‘ 5.912.4 :IN'S'

Mean+S.D. (cm)

Table 2 Relationship between histological type
and expression of c-erbB-2 oncoprotein

c-erbB-2 staining

Histological type
Negative | Positive
Well differentiated [ 34 5 | 19 5 o
Moderately differentiated | 7 3 4 45
Poorly differentiated | 2 1 ‘ 1
Mucinous | ¥ ( 1

Table 3 Relationship between depth and expres-
sion of c-erbB-2 oncoprotein

c-erbB-2 staining
Depth n |— ————————
Negative Positive
m 1 1 0
sm 2] 1; 3 1; 2
pm 2 1 1
PRIt IR Y S o e e | e e \C.
ss a, 10 4 | 6
S, @, 23 8116 1523 -4
si, ai | 6| 4 | 2

Table 4 Relationship between nodal status and
expression of c-erbB-2 oncoprotein

c-erbB-2 staining
Nodal status n = -
Negative Positive
Negative ’IIJ 10 ih —| NS
Positive 18 q 9 d

0.1 A& bhte (Table 5).

6) BIRREE

LEBHRIT v, 9/17 (52.9%), v, 7/10 (70%),
v2 6/10 (60.0%), v;3/7 (42.9%) *+ EIREBEOEE
ZX WL eERLALRY, BIREREL OBIEIZA
Bhisdro7z (Table 6),

7 ABHETERE

stage FliC B EBBEERY 25 & 11/4 (25%), 1111/
16 (68.8%), M3/6 (50%), IV1/8 (12.5%), V9/
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Table 5 Relationship between lymphatic vessel
invasion and expression of c-erbB-2 oncoprotein

c-erbB-2 staining

Negative Positive

Lymphatic
vessel invasion

lyo 8 | 6 | 2

lys 16 | 61 | 10 }K‘”
Iy, 10 ! 7}93

ly3 10 |

Table 6 Relationship between venous invasion
and expression of c-erbB-2 oncoprotein

| c-erbB-2 staining

Venous invasion | n

_ Negative Positive
Vo ‘ 7| 8 | 9
\'A 10 3 7
vV, 10 4 ‘ 6 e
Vs | 7 | 4 3

Table 7 Relationship between stage and expres-
sion of c-erbB-2 oncoprotein

c-erbB-2 staining

stage n |
| | Negative | Positive
I | 4| 3 ‘ 1
i | | 16
18 | 16
6
il | I
LA ..{"""? _______ p<0.05
v [ 10 1 9

10 (90%) & stage V TiX stage I~1V 0B #R16/
34 (47.1%) X hEEK (p<0.05) Fd -7, stage
Vot IfloNFH, 241, H, 14, P, 14,
P, 3%l, H,P, 16X UM (+) (i) 14T
& -7z (Table D),

8) DNA ploidy pattern

Aneuploidy ® HEBIZRE 2 Gl & B < & 42014284
(66.7%) wHhbhie, Zhk stage icHhs & 13/
4 (75.0%), 116/16 (37.5%), MI5/5 (100%), IV7/
7 (100%), V7/10 (70%) & stage III~V D19/

22 (86.4%) % stage I, 119D9/20 (45%) 1tk aneu-

ploidy D EI& MHEFIZ (p<0.02) &b~ = (Table 8),

c-erbB-2Z& E1BB R 11 diploidy 11/14(78.6%), aneu-

ploidy 14/28 (50.0%) T c-erbB-2ZRHFEMDOHRE
& aneuploidy 3 & ORI IR D bhitd o
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Table 8 Relationship between stage and DNA
ploidy pattern

‘ ' DNA ploidy
stage =
Diploidy |Aneuploidy
I 4 | 1. | 3
9
i 16 10}11 6}
.................... Lo p<0.02
1 ‘ 5 0 5
v 7 0} 3 7119
7

v 0 3

Table 9 Relationship between DNA ploidy pat-
tern and expression of c-erbB-2 oncoprotein

| c-erbB-2 staining

DNA ploidy i
| | Negative | Positive
Diploidy [ 14 3 11 -
Aneuploidy 28 14 | 14 S
Unknown 2 | 2 0
(Table 9),
Z 8
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%,

bhbhORE TR aEERI56.8% L AHLY

DBET D EI T, HIHENEOKFOL IRV
BREEAYHERALCcD®EBbh 3, ¥4 Southern
blotting i & % c-erbB-2fZELE T OHIBOFEOK
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Correlationship Between c-erbB-2 Protein Expression and
Clinical Outcome in Colorectal Cancer

Shiro Nakae, Tomoaki Urakawa and Kiyoshi Uematsu
Department of Surgery, Kobe Rosai Hospital

Forty-four frozen samples of surgically removed colorectal cancer were subjected to: (1) c-erbB-2 protein
staining with a monoclonal antibody to c-erbB-2 protein and (2) analysis of nuclear DNA content by flow cytometry.
The overall c-erbB-2 protein-positive rate was 25/44 (56.8%). There was no significant difference in the rate between
well-differentiated adenocarcinoma (19/34), moderately differentiated adenocarcinoma (4/7). In relation to the
depth of cancer, the incidence of c-erbB-2 protein was 0/1 in m cases, 1/2 in sm cases, 1/2 in pm cases, 6/10 i ss (a;)
cases, 15/23 in s (a;) cases, and 2/6 in si (ai) cases. There was also no significant difference in the rate between
patients without (16/26) and those with lymph node metastasis (9/18). The incidence tended to be higher in cases
with lymphatic vessel invasion: 2/8 in ly, cases, 23/36 in ly,_; cases. The incidence was 1/4 at stageI, 11/16 at stage
11, 3/6 at stage III, 1/8 at stage IV and 9/10 at stage V. Aneuploidy was observed in 28/42 cases. The incidence of
c-erbB-2 protein did not differ significantly in diploidy cases (11/14) from that in aneuploidy cases (14/28). These
results suggest that the expression of c-erbB-2 protein in colorectal cancer is associated with distant metastasis,
and that it serves as an index of the malignancy level of colorectal cancer independent of DNA ploidy patterns.
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