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(1)

STRIT19754E 2 5 1992F D 18FEM I KR EE R B
S UERNI B TFM 2T L, FHROHL»REE
¥ NHL 3181T, W&hoER b i obE gL
ToTwkdol, WA BHEIE, 26T, £
BBIE31~T74m% (E¥I5TRR) Th-o7s.

FREESFEIRE L, ZOSEEETCEEEZM
L, (EREEEESEERI 2 K31 7z Kiel 48912
FEVSHEL 7o, HFREFI OB L, KEER 195
(Lymphocytic : 3 #, Centrocytic : 7 #l, Centrob-
lastic/Centrocytic : 9 ), EEMAE : 126 (Centrob-
lastic : 11$, Immunoblastic : 14l) TH -7,

RS I Dv» Tk, Naqvi & OB ICHVSE
U, DTH14%0, T1#A1240, 1A 4 40, IV 1fiCH -
2.

(2) 7k

RTT 4 AT Ay 70, BEHEE P IORR LR
ik, AN X U AgNORs ¥ £ B 123um, flow
cytometry FHiZ50pm QY 2 LHE A7z,

AgNORs count O ¥ 1 Crocker & D ¥ &z
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Fig. 1 AgNORs staining. Black dots in each
nucleus are AgNOR:s.
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L, Wigy X i x100, HEERX10) T, &N
DOBER Y NIE T > 57210083, 1dIzD
D ¥ AgNORs D R # % 5k ® 7z (Fig. 1),
AgNORs count O cut-off {812 4ETFZR D BE ZRETIC
BOWT yMEPRKERZETHS 8EEHWL.

#% DNA Of#ffriZ, Schutte-Vindeloy & @ F £
WHEELCT Y 7Py v THEAE % 1TV, propidium
iodide THefa, FACS-IV flow-cytometer ¥ & tf Cell
FIT #FHWEA M Z L %21ERK LT, CVE8BLLT
FEHIiRTAE &« L, DNA ploidy 8 & UIlREEHG D S
HAEOHE (LT, SPF EBED) #8H L7, Bl
MDD GO/1D A DT 5 3 diploidy L, il
Rul, BEC—27 %2R LUIGER % aneuploidy & ¥
Bl Bonie XA I 40G0/1E—27 0 CV &
¥, 4.3+1.2 (2.5~7.8%) TH-7z.

EFR ORI RS EELE, BARRIHSE,
AgNORs count, ploidy pattern, FHiIRIGRE, itk
CEEEZORROS 6 T2 BRERTHTL, TERA
TFLixpraetsd 2HE 2ER L SERHEN 2175
7o, BAZSERNTIZ logrank test, A BT Cox O
HfBI AN — Fk (SAS system, PROC PHGLM) %
Rz, £fFEZER I Kaplan-Meier 32 LR D 72,
FEERTIGHRE).OSLAT2HERE L L.

# =R

1. SPF & AgNORs & OB

&5 NHL 31%® AgNORs count 132.5~11. 11 (F
BE61UE), E A M T A X DEHL ZSPFIX
0.9~41.0% (F17.6%) Th-tz, I DREEOHE
BTl & A HHERRER0.8463 (p<0.01) HES g
FOHELRRHD stz (Fig. 2).

BEMY v SEBOEMFRENE S L UFERT X L TD AgNORs
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Fig. 2 Correlation between AgNORs count and
SPF. The AgNORs count revealed a good corre-
lation with SPF measured by flow cytometry.
The equation for the regression line was: y=
0.1634x+3.141.
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Fig. 3 Histologic type by Kiel classification and
cumulative survival
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2. HEBRMEHTIC X 5 TR

AN EEE I L KT, 3TEEFERRIEE
HHT75.6%, SBEMEIST.1I%THD, BEEEIKH
b5 TIMEU EOEFR HAD s/ (Fig. 3).

FEARTRSHEN L L7 3 & 2 O FHRHBED TR
D, EEEFEERTIZ]HEA82.5%, IIHATS.0% %
UIIHELA F1320.0% TH - 7z (p<0.01) (Fig. 4).

Ploidy pattern 3D 3 4773k diploidy 79.0%,
aneuploidy 48. 0% CH D, FNFNDEFRIZEZF
®ixinoiz (Fig. 5),

AgNORs count 8 T 2B HEL, Z2hZ0DF
BrRtE LI 25, SMEKMOED 3 FEEFER
79.2%Thz0xL, 3EUEOEZIIEFERE
<, S EDHRBREEBECFEFRRETHo (p<
0.01) (Fig. 6).
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Fig. 4 Clinical stage according to Naqvi
classification
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Fig. 7 Resectability and cumulative survival
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Fig. 6 AgNORs count and cumulative survival.
The survival of patients with gastric non
Hodgkin’s lymphoma which AgNORs count was
below 8, was significantly longer than that above
8.
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86.1%, 14.3% TH -7z (p<0.01) (Fig. 7).
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Fig. 8 Chemotherapy and cumulative survival
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Table 1 Three-year survival rate and clinicopath-
ological parameters

3-year
No. of - Logrank
Factor patients SHEX/; ;/al test

Histologic type ~ Low-grade | 19 76.5 0.36
High-grade 12 57.1

Clinical stage 1 14 82.5
II 12 75.0 <0.01
= 5 20.0

DNA ploidy Diploidy 21 79.0 0.12
Aneuploidy 10 48.0

AgNORs count <8 26 79.2 <0.01
=8 5 0

Resectability Curative 23 86.1 <0.01
Noncurative 8 14.3

Chemotherapy (+) 23 73.7 0.16
(=) 8 50.0

50.0% CZDTFHRICEEEIRD S o: (Fig.
8).

LU EEZERIETIC X 25T, AgNORscount, [
KR, FAMREED 3RTFHTFRETF &2 5 H6ERE
R E 7z (Table 1),
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Table 2 Major prognostic factor for gastric non-
Hodgkin’s lymphoma by multivariate analysis
using Cox’s proportional harzard model

Factor Beta Chi-sguare P
AgNORs | 2.5377 12.651 0.0118
count

Clinical stage 1.4192 4.134 0.0755
Resectability 1.4043 4.078 0.1560

Fig. 9 Comparison of AgNORs count and relapse
after curative resection. Median censoring time :
relapse (—) 92 months, relapse (+) 8 months.
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AgNORs count
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3. BEEMBNW & 5 TR

BB CFRIRT & UTORREEMN & 72072 3
AT %A, MEFIR %2 BANES L LT Cox
DHBI AN — FERIC & 0BT 21T o 75558, AgNORs
count WEHE R FHRNT L HEshiz (Table 2),

4, WHIBYIRGIOMI B - AgNORs

MBI IB IR L 2 72236802 817 2 AgNORs
CINEREROFER AR ¢ 36, |EFEE 205
% LLERE U7z, AgNORs ix, B FEH9.5+0.6(8,
EEAELS 41T, FARESSERCEHETH
D (p<0.01), BHEYBRL ZLEMTH-TH
AgNORs 3@ %R U ERNIZ R 2 TREMENE
WZ EPHEFL - (Fig. 9).

x =

BIRS% NHL 38144 NHL o = LT, 281k
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BICHARTHEBERES DRV L b H>TY, ARH
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ERTH2., 2OTHREELATIRTF, ESEAL
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YR, WRER L U TERRGE, LEEEORE,
TETRE L 70 EPERE S LT B 5301020 FHIRRE
BN, ZOFHRATFE L COERYEOFNME, &)
LWEDERY, B—LLRBRIESLTH RV,

4[alH b g nucleolar organizer regions B
EOZHBNL, ZhETRESNTE MO TFERT
LT D itk ), RO FHEEELS LU
T L OBRERETL 2.

NHL o#ER L TRE2 0L ESED 5 h,
EIFER 2 12 Working formulation for clinical usage
(AT, WF B850 49482, Kiel 2889, £ TI1X
Lymphoma Study Group (LA'F, LSG kB&E0) 442
BEMEBIN TV, HEEEREHE NHL k8T
ks | b, diffuse large cell nHREESBICA S
WF 3% 8 £ U LSG 53748 £ Y & centroblastic type
% 721X immunoblastic type & U TEHEMRBICA 3
Kiel 2Bic B 2 BHEFFMS L O FRICHET 2
EmEINTw B0, SEbhbhid Kiel 53
HOZ 24, HBRET L., LaLla2tsB8s
P EFRD T, ABAER B2 tho
FBRIERO LB SE 2 & 7z (Fig. 3, Table 1).

NHL Of%#35r 313 Ann Arbor 4348905 — 91
HushTwsd, ULrl, 2058, &t NHL 24
DELTHEZOSNAETH D BEEEE, V>
EBOBEZENFEINTEST, BEROIZZD
R BAT 2 ICIIEENDH 29, SE NS BEEE
ZEBIVY VSHEBOEES%E L7 Nagvi &
DFENTHED BFRF 2§ L7z, Nagvi & DF
FioL e, HERMO S E4EERIZ IH64%, 1TH
42.1%, MIHA17.4%, 1VHEAI2.5% LRIz
TFETRTHD I LIRS TS, —7, ikl
YRIEL L UBREHEEEOHA I L D EeERNE S
NICERITIE, SEEREOMEBE ZRL, »oRHES
B EOETH CTH o TH 5 EEFLENTI% L
<, BETHLLZELPRELTLULEL LWET S
WEPLED 5N L, bbb OERFID 3 FEEFRE,
1 #182.5%, I1HA75.0%, HIHALA20.0% & Naqvi &
OHERFEITELED I >N TEERRIETL, ¥
EEFEITICB O TH FERET & U COREMLSRE &
ni.

AgNORs 1319864E1Z Ploton 521z & 1, FEH I
ErWRHFERELAVCEEORBHEBEATYH nu-
cleolar organizer regions BIEEH #RET 2 2 &H
ATRE & %% o TLAK, ERIRIFFENED ST X, B



19944125

FEE B % AgNORs B i3Ex O ER 3 H#E
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5 2 DRI N, B DNA B8 L UEESEAE
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S>3, B NHL L Tk DNA BT % b
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55 H NHL 2 b 2h o &MEEEE ORHE ST
BRF L L CEI»ErERE U, 2O,
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AgNORs as Prognostic Factor of Gastric Non-Hodgkin’s Lymphoma

Junichi Hasegawa, Kazuyasu Nakao, Masaaki Nakahara, Nobuo Ogino, Toshirou Nishida,
Masahiro Tsujimoto* and Masayasu Hamaji**
Department of Surgery and Pathology*, Osaka Police Hospital, Departments of Surgery,
National Kure Hospital**

The utility of nucleolar organizer regions-associated proteins (AgNORs) for estimating proliferative
activity and prognosis of gastric non-Hodgkin’s lymphomas (NHL) was examine. Formalin-fixed and
paraffin-embedded sections of 31 patients with gastric NHL were used. AgNORs count was taken as a
mean dot number of 100 nuclei. The AgNORs count revealed a good correlation with S-phase fraction
measured by flow cytometry (p<0.01). Several histologic and clinical factors including AgNORs count
were evaluated as prognostic factors by single variant analysis, and it was proved that Naqvi classifica-
tion, AgNORs count and resectability were significant prognostic factors (p<0.01). Among these factors,
Cox’s multivariate analysis indicated that AgNORs count was a most important prognostic factor (p<
0.05). In patients with curative surgery, AgNORs count of relapsed cases after operation were higher
than that of not relapsed cases (p<0.01). These results suggest that AgNORs count reflects proliferative
activity and is useful as a prognostic index of gastric NHL.
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