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Table 1 Description of the principal groups of bacteria

sporeforming ----------------

obligate
anaerobes

(asporogenic)

Gram negative

/ Gram positive rods---------

facultative
anaerobes

. s cocci<._
Gram positive -~
nonsporeforming

----------------------------- Clostridium

Peptococcus
Peptostreptococcus
Streptococcus
Bifidobacterium
rods<.  Eubacterium
™ Lactobacillus
COCCi------ Megaspharea
Z .- Bacteroides
rods(:: Fusobacterium
™ Helicobacter pylori
S TERETRRIS Enterobacteridaceae
Escherichia
Shigella
Salmonella
Klebsiella
Enterobacter
Citrobacter
Serratia
Proteus
Yersinia
------ Pseudomonas
______ ..--- Corynebacterium
o Streptococcus
Staphylococcus

nonsporeforming-::
Gram negative< coccl
sporeforming------------------ Bacillus

.. /cocci --------------------- Micrococcus
Gram positive

obligate -
aerobes

Gram negative<
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Fig. 1 The bacterial multiplication by single inoc-
ulation on an each GAM broth with pH variant
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Fig. 2 The bacterial multiplication by mixed
inoculation on an each GAM broth with pH
variant
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Fig. 3 The fecal bacterial population undergoes
changes in numbers with antibacterial colon
preparation and chemotherapy after MRSA 10°
cfu/rat inoculation in gastrectomized rats.
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Fig. 4 The fecal bacterial population undergoes
changes in numbers with antibacterial colon
preparation and chemotherapy after MRSA 10°
cfu/rat inoculation in normal rats.
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Fig. 5 Changes of intestinal bacterial flora in rats
having MRSA in feces at 10°~* CFU/g, before and
after administration of drugs.
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Fig. 6 Changes of intestinal bacterial flora in rats
having MRSA in feces at 10°~* CFU/g, before and
after administration of drugs.
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Fig. 7 Changes of intestinal bacterial flora in rats
having MRSA in feces at 10°~* CFU/g, before and
after administration of drugs.
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Importance of Intestinal Flora on Digestive Tract Surgical Infection

Yoshinobu Sumiyama
The Third Department of Surgery, Toho University School of Medicine

There are three different types of clinically important bacteria, obligate anaerobes, facultative
anaerobes, and obligate aerobes. Intestinal contents maintain anaerobic condition, and the intestinal
bacterial flora is dominated by anaerobes. Intestinal bacteria suppress abnormal propagation with a
synergic effect among species, produce immunoglobulin A, induce macrophage activity, and so on. Thus
they play a part in defense against infection. However, postoperative infections, opportunistic infections,
or bacterial translocations can be caused by intestinal bacteria. The intestinal flora, thus has merits and
demerits for the human body. On the other hand there are many variant factors influencing intestinal
flora. Treatment with histaminergic H2 receptor antagonists, gastric resection, antibiotic, total parenter-
al nutrition, etc. is important for a surgical patient. It is important to fully consider the weakness if
antibiotic therapy, because postoperative prophylactic antibiotic therapy is inevitable in digestive tract
surgery.
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