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Fig. 1 DNA histograms of DNA multiploidy. Arrowheads indicate abnormal stem-

lines.
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Table 10 Clinicopathological characteristics

ooooo mo

Diploidy Multiploidy Aneuploidy
total 78 cases 36 cases 131 cases
mean agél y.o.00 66.4 632 653
malel] female ratio 14401 11201 14701
location

right colon 300 47.4%0 5] 13.9%0 381 29.0%0

left colon 141 17.9%0 181 41.7%0 48] 32.8%0]

rectum 20 34.6%0 161 44.4%0 50] 38.2%0
histology

well 200 26.9%0 81 22.2%[0 141 10.7%0

moderately 461 59.0%0 201 75.0%0 110 84.7%0

poorly 91 11.5%0 0 2.8%0 0 4] 3.1%0

mucinous 21 2.6%0 0 021 1.5%0
Dukes stage

A 141 17.9%0 7 19.4%0) 101 7.6%0

B 30 39.7%0 181 50.0%0 491 37.4%0

C 2 26.9%0 61 16.7%0 521 39.7%0

D 121 15.4%0 81 13.9%0 200 15.3%0
multiple cancer

absent 611 85.9%0 38 91.7%0 1251 95.4%0

present 10 14.1%0 81 8.3%0 0 6] 4.6%0
extracolonic malignancy

absent 70 91.0%0 381 91.7%0 1191 90.8%0

present 7 9.0%0 81 8.3%0 121 9.2%0

HNPCC

deficient 781 93.6%01 34 94.4%0) 1251 95.4%0

satisfied 61 6.4%0 21 5.6%0 0 6 4.6%0
family history

negative 581 67.9%0 171 47.2%0 861 65.6%0]

positive 261 32.1%0 191 52.8%0 48] 34.4%0
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Fig. 2 Fluorescece microscopic findings of fluores-
cence in situ hybridization with p17H8 to colonic
adenocarcinoma cell nucleil x 1000
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Table 200 Numerical aberration of chromosome 17

Monosomy  Disomy Gain Total
multiploidy 0 7%0 91 64%0 429%0 14 cases
diploidy 6119%0 18] 50%0 831%0 26 cases
aneuploidy 0 3%0 23%0 28 74%0 31 cases
total 10%0  29141%0  38149%0 71 cases
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Left-Sided Predominance and Family History of Malignancy
in Colorectal Cancer with DNA Multiploidy

Terumitsu Sawai, Takashi Tsuju, Atsushi Nanashima, Masaaki Jibiki,
Hiroyuki Yamaguchi, Tohru Yasutake, Toru Nakagoe,
Hiroyoshi Ayabe and Yutaka Tagawa”

First Department of Surgery, Nagasaki University School of Medicine
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The purpose of this study was to evaluate the relationship between DNA multiploidy and tumor charac-
teristics of colorectal cancer. Flow cytometric quantification of nuclear DNA content was performed on
freshly frozen tissue from 245 patients who underwent surgical resection from 1990 to 1996, at First Depart-
ment of Surgery, Nagasaki University School of Medicine. The cases were classified into three groups accord-
ing to DNA ploidy pattern as followsO 100 Dd group, 78 casesO 31.80 [0 with DNA diploidyd 200 Dm group, 36
cased] 14.70 Owith DNA multiploidy 30Da group, 131 cased] 53,50 Owith DNA aneuploidy except for DNA
multiploidy. The Dm group was associated with left colonOJ compared with Dd group, p=0.0069] absence of
metastasis] compared with Da group, p=0.00950], and positive family history of extracolonic malignancy] com-
pared with Dd and Da groups, p=0.031 and p=0.044, respectively[l Of the 245 patients, 71 cases were ran-
domly examined by fluorescence in situ hybridization for detection of numerical aberration of chromosome 17.
The frequency of chromosomal aberration was lower in the Dm group than in the Da group] p=0.0068[]
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