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Fig. 1 Barium enema study showed a mass shadow measuring 3.5x 3cm in size in
the cecum0 aJ a tumor measuring 3.5x 3cm in size in the transverse colond bO and
a tumor with an apple-core appearance measuring 5x 3 cm in size in the sigmoid
colon.

Fig. 2 The sigmoid lesion was resected by D3 lym-
phadenectomy and the cecum and transverse le-
sions extirpated by D2 lymphadenectomy.

000000000 D200000 M Fig. 20000
0020000000 5mO0000

00000000000 1000000 30mmx 25
mmOO D000 2000000 3lmmx 26mmO S
0000000 2000000 48mmx 45mm 00 O
0 O Fig. 300

000000000000 000SO00000000
000000000000000000000000
000000000000000000000000
00000O0000000000000O00000
mpO0000O00SO0000ss00000000000
0000000000000000000

CGHOOOCGHOO KallioniemiO* 0 OO O OO
ooooobceHOOOOOOOOOoOOOmMO DNA
OOoO0CocO0O0OC0DNAOOCOOOOOOO DNADOO
ooooooooooOoOoO DNADOOOOOOOOO
O000C0O0Oinsu00000O000C0O0O0O0OO
OODNAOOOOOOOOOOOOOOOOOCobOO
coooooooooooooooooboobooooo
00 DNAOOOOOOOOOOOOOOOOOOO0
ooooooooodo DNAOOOOOOOOoOoo
oooooooooooooooooobooboooon 2
cooooooooooobooooobooooooo

OFig. 40000 Fig. 5000000000006 O

OMO001pO00MmM17p0 000000000 7p0
8q0 13q0 16g0 20q0 O O O 8p0 15q0 17p0 18q 0 22g 0
SO00O0O0O0D006pD11q0 13g0 20g0 0 O O 17p
0000MO000000 170000000000
00000000000 ss00000000 SO000
00130000000 20000000000000
o O
00000000000000000000000
00460960 000000D™ 00000000
03000000000000%040000000
00000003400 20000300 3000010
0400000000000000
00000000000000000000000
000000000000000000000000
00000000000000000%0000MmMO
000000000000S00000000000
0000000000000000S0000000



o oo

981 990

Fig. 3 Macroscopic findings revealed a type 1 tumor measuring 30x 25mm at the ce-
cunt] alJ, a type 2 tumor measuring 31x 26mm at the transverse colori] b{J and type
2 tumor measuring 48x 45mm at the sigmoid colonO cOJ

Fig. 4 Diagram of the CGH study. DNA extracts
from tumor and normal control lymphocytes were
labeled with SpectrumGreen-dUTP and Spectrum-
Red-dUTP, respectively, by nick translation. These
labeled DNAs were mixed with Cot-1 DNA and ap-
plied to normal denatured metaphase chromosome
spreads. After hybridization, representative images
of metaphase spreads were acquired with a fluores-
cence microscope and a CCD camera. The average
ratio of the green and red fluorescence intensities
was calculated for each chromosome.
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Fig. 5 Summary of DNA copy number changes n the cecum(] al] transverse colon
0 b and sigmoid colonO c[I Lines to the left of each chromosome represent losses,
and lines to the on the right represent gains. Loss of 17p was observed in all three
lesions. Gain of chromosomal arm 13q and chromosome 20 occurred in the trans-
verse and sigmoid colon lesions, which had invaded to the subserous layer.
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A Case of Advanced Synchronous Triple Cancer of the Colon

Takaaki Tsushimi'®, Tsuyoshi Takahashi*’, Shigetoshi Fukuda™,
Tatsuro Oda", Tomohiro Inokuchi®and Kensuke Esato™
Department of Surgery, Saiseikai Yamaguchi General Hospital*”
First Department of Surgery, Yamaguchi University of Medicine®”

We report a rare case of advanced synchronous triple cancer of the colon. A 69-year-old man was admit-
ted to our hospital for bloody stool. Barium enema and colon fiberscopy revealed 3 protruding lesions, 1 in the
cecum, 1 in the transverse colon, and 1 in the sigmoid colon. The sigmoid lesion was resected by D3 lym-
phadenectomy and the cecum and transverse lesions extirpated by D2 lymphadenectomy. Histologically, all 3
tumors were moderately differentiated adenocarcinoma. The sigmoid and transverse lesions had invaded to
the subserous level and the cecal lesion to the muscularis propria. No regional lymph node metastasis was
seen in any of the tumors. We applied comparative genomic hybridizationd CGHO to investigate carcinogene-
ses cytogenetically and found loss of chromosome arm 17p in all 3 lesions. p53 is located in 17p13, and this sup-
pressor gene plays an important role in the transition from adenoma to carcinoma. Our finding is consistent
with the hypothesis that multiple carcinoma of the colon develops in conjunction with the adenoma-carcinoma
sequence.

Key words[ synchronous multiple cancer of the colon, adenoma-carcinoma sequence, CGH
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